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BAZ2A/TIP5 Polyclonal Antibody
catalog number: E-AB-91840

Note:Centrifuge before opening to ensure complete recovery of vial contents.

Description
Reactivity Human;Mouse

Immunogen Recombinant fusion protein of human BAZ2A（TIP5）
Host Rabbit

Isotype Rabbit IgG

Purification Affinity purification

Buffer Phosphate buffered solution, pH 7.4, containing 0.05% stabilizer and 50% glycerol.

Applications Recommended Dilution

WB 1:500-1:2000

Data

Western blot analysis of extracts of various cell lines 
using BAZ2A / TIP5 Polyclonal Antibody at 1:1000 

dilution.
Observed-MW:280 kDa

Preparation & Storage
Storage Store at -20°C Valid for 12 months. Avoid freeze / thaw cycles.

Shipping The product is shipped with ice pack,upon receipt,store it immediately at the 
temperature recommended.

Background
Regulatory subunit of the ATP-dependent NoRC-1 and NoRC-5 ISWI chromatin remodeling complexes, which form 
ordered nucleosome arrays on chromatin and facilitate access to DNA during DNA-templated processes such as DNA
 replication, transcription, and repair. Both complexes regulate the spacing of nucleosomes along the chromatin and 
have the ability to slide mononucleosomes to the center of a DNA template. Directly stimulates the ATPase activity of 
SMARCA5 in the NoRC-5 ISWI chromatin remodeling complex. The NoRC-1 ISWI chromatin remodeling complex has a
 lower ATP hydrolysis rate than the NoRC-5 ISWI chromatin remodeling complex. Within the NoRC-5 ISWI chromatin 
remodeling complex, mediates silencing of a fraction of rDNA by recruiting histone-modifying enzymes and DNA 
methyltransferases, leading to heterochromatin formation and transcriptional silencing (By similarity. In the complex, 
it plays a central role by being recruited to rDNA and by targeting chromatin modifying enzymes such as HDAC1, 
leading to repress RNA polymerase I transcription (By similarity. Recruited to rDNA via its interaction with TTF1 and 
its ability to recognize and bind histone H4 acetylated on 'Lys-16' (H4K16ac, leading to deacetylation of H4K5ac, 
H4K8ac, H4K12ac but not H4K16ac (By similarity. Specifically binds pRNAs, 150-250 nucleotide RNAs that are 
complementary in sequence to the rDNA promoter; pRNA-binding is required for heterochromatin formation and rDNA
 silencing (By similarity.


